Structural Bioinformatics (Biochemistry and Biophysics 670, Bioinformatics and Computational Biology 717)

Lectures: 

    Dates:  January 19, 21, 26, 28; February 2, 4, 9, 11, 16
    Time:  11:30 am—12:45 pm
    Location:  https://zoom.us/j/96472352757
Recitation:

    Dates: January 15, 22, 29; February 5

    Time: 4:00 pm – 4:50 pm
    Location: https://zoom.us/j/93150321506
Instructor:  Andrew Leaver-Fay, GMB bay 3100E, 
leaverfa@email.unc.edu, office hours by appointment.
TAs: Matt Regner (regnerm@live.unc.edu), office hours TBD
Course prerequisites: Enrolled as a graduate student in the biological sciences. To complete your assignments, you will need to do some scripting in Python.
Course goals:  Explain common techniques for protein structure prediction, and protein design.  Students will learn how to perform these tasks using the program PyRosetta (http://www.pyrosetta.org).

Dates:  Each week a homework involving modeling with PyRosetta will be assigned.

Grades will be determined (Fail, Low Pass, Pass, High Pass) based on the assigned programming exercises and class participation. 

Schedule
	
	Lecture Title

	Lecture 1
	Protein Structure

	Lecture 2
	Protein Structure, Stability and Folding

	Lecture 3
	Protein Stability and Folding

	Lecture 4
	Homology Modeling

	Lecture 5
	Homology Modeling

	Lecture 6
	De Novo Structure Prediction

	Lecture 7
	De Novo Structure Prediction

	Lecture 8
	Protein Design

	Lecture 9
	Protein Design


Assignments

	
	Due by Midnight on:

	PyMOL HW
	Jan 20

	PyRosetta Getting Started
	Jan 27

	PyRosetta Score Functions
	Feb 1

	PyRosetta Folding 1
	Feb 8

	PyRosetta Folding 2
	Feb 15

	Protein Design 
	Feb 22


